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1. Global Methylomic and Transcriptomic Analyses Reveal the Broad Participation of

DNA Methylation in Daily Gene Expression Regulation of Populus trichocarpa
(Frontiers in Plant Science; IF 3.678; LRI —E#H, H&HE—)

2+ Genome-wide analysis of day night DNA methylation differences in Populus nigra
(PLOS ONE; IF2.766; JFt[FZE—{F&, 4% =)

3+ Phyllobacterium phragmitis sp. nov., an endophytic bacterium isolated from

Phragmites australis rhizome in Kumtag Desert
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